Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.005 Å; R factor = 0.074; wR factor = 0.173; data-to-parameter ratio = 14.4.
Related literature
(2009). For information relating to C-HÁ Á ÁO hydrogen bonds, see: Desiraju (1996) . For graph-set notation, see: Bernstein et al. (1995) . 137 parameters H-atom parameters constrained Á max = 0.20 e Å À3 Á min = À0.21 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Colorless block-like single crystals suitable for X-ray diffraction studies were obtained after several days by slow evaporation from a diethyl ether solution.
Experimental

Crystal data
D-HÁ Á ÁA D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA O2-H2Á Á ÁN1 0.2,2'-[1,1'-(Octane-1,8-diyldioxydinitrilo)diethylidyne]diphenol W.-K.
Refinement
Non-H atoms were refined anisotropically. H atoms were treated as riding atoms with distances C-H = 0.96 Å (CH 3 ), 0.97 Å (CH 2 ), 0.93 Å (CH), 0.82 Å (OH), and U iso (H) = 1.20 U eq (C) for methylene and methylidyne, 1.50 U eq (C) for methyl, 1.50 U eq (O).
Figures Fig. 1 . The molecular structure of the title compound with the atom numbering scheme. Unlabelled atoms are related to their labelled counterparts by the inversion operation [-x + 3/2,-y + 3/2,-z + 1]. Displacement ellipsoids for non-hydrogen atoms are drawn at the 30% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
